Contact our experts

Take your biological asset to its
fullest potential

Miguel Gallach, PhD

Doctor in Biology
Expert in genetics, biotech, data
analysis, statistics, machine learning,
and artificial intelligence.

We implement a state-of-the-art
biotechnology and genomic approach that
drives companies to excel in the genetic
improvement of their biological assets.

Eng. Javier Gallach

Industrial engineer
Expert in chemistry, foresty, agri-food,
greenhouse, and manufacures.

By integrating genetic data from the
species of interest, we decipher the genetic
architecture of profitable traits.
This enables us to create varieties that are
tailored to your business needs.

Headquarters
Austria
Pfarrhofgasse 1A/1/10
Vienna Austria
austria@gcgenomics.com

Spain
C/ Alicante, 26, bajo, Castellón
spain@gcgenomics.com

Coming soon
USA
us@gcgenomics.com

China
china@gcgenomics.com

The Business of Science
Enhance the genetic value
of your biological asset

www.gcgenomics.com

www.gcgenomics.com

Each service we oﬀer has its own unique
value and can be contracted individually
or as a whole, depending on
your business needs
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Consulting

Tailored to your business needs
We analyse your case and integrate a
state-of-the-art biotech strategy for your
business needs.

Consulting

Variability

Variability

Phenotypes
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Sequencing

GWAS

Phenotypes

Phenotype stability and variation analysis
We elaborate the appropriate experimental
design and study the environmental conditions that would make your bio asset reach
its maximum potential.

Mapping

Selective Crosses
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Studying genetic variation
Determine whether your population
segregates enough genetic variation.
We can optimize the variability of your bio
asset.

CrispR / Cas-9

Sequencing
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Genome and transcriptome annotation
Sequence and annotate the molecular
“instructions” for the species of interest.
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GWAS

Genome-wide association studies
We sequence a large set of selected
individuals and compile the genetic
variation that makes them diﬀerent.

Mapping
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Genotype/phenotype map
Integrate GWAS, transcriptome and
phenotype variation together to predict
the performance of a new variety that
would carry selected combinations of
genetic variants.
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Selective Crosses

Population variation selection
We can scaﬀold the genetic architecture
of interest into a new variety by crossing
selected mother lines.

CrispR/Cas9
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In vitro
Alternatively, we can create a plant
variety that would carry the naturally
occurring variants to improve its market
value.

